
General information
We welcome you to the 18. ELN Symposium with 21. KNL Symposium.
Registration starts at 7.15am.

Wi - Fi
Please connect to the Wi - Fi:  LeukemiaNet 2022
Open any website on your Web - Browser and you will be automatically 
forwarded to the registration page:

User - id: ELN2022
Password: ELN2022

Presentations
To help the meetings run smoothly, please hand in your presentation 
at least two hours  before your speech to the technician in front of 
the meeting rooms. For the early presentations the technician will be 
available from 7.15am. During the sessions you can always find some-
one from our staff to help you.

Accommodation
Please, contact the registration desk if you did not check-in yet. We will 
inform your hotel about the late arrival.
Check - out is 12 : 00 pm. If you need the room longer, please contact 
the hotel. In case of room cancellation, please inform the hotel and the 
organization team.

Luggage room
Unfortunately, we do not have luggage facilities. You can leave your 
luggage in the auditorium but we assume no liability.

Support
If you need help or have any questions, please ask at the registration
desk or contact the organization.

Travel cost reimbursement
After the meeting you will receive a form by e - mail which should be 
filled out electronically.

Organization
Eva Lehrke
E-Mail:  eva.lehrke@text-event.de
Tel:  + 49 | ( 0 )173 | 98 66 275

General Information

Mannheim, March 15, 2022
18. ELN Symposium with 21. KNL Symposium

Congress Center Rosengarten, Mannheim

P R O G R A M



WP Sessions 1-4 (Mahler 1) Chairs/Contributors

8:00 - 9:30 Session 1 WP4 CML  L. Stenke, F. Guilhot,  
A. Hochhaus 

 EELN/iCMLf/HARMONY TFR registry project L. Stenke
 Discussion
 Main topic: Blast crisis
  European blast crisis registry A. Brioli
  Blast crisis in CML: The Matchpoint study M. Copland
  Blast crisis and transplantation E. Lomaia
 Discussion on blast crisis
 EURO-SKI, final analysis S. Saußele
 Discussion
 EUTOS 2022 cooperation in CML biology A. Hochhaus
 Discussion

9:30 - 9:45 Coffee Break

9:45-11:15 Session 2: WP5 AML  G. Ossenkoppele,  
   C. Thiede 
 AML-MRD
 What next after the 2022 ELN MRD recommendations? J. Cloos
 Potential of next-generation full-spectrum flow cytometry
 for MRD-detection in AML A. Schwarzer
 ELN-DAVID report M. Heuser
 HARMONY MRD project update J. Tetteroo
 AML-Clinical
 Report on pan European Phase 3 studies G. Ossenkoppele
 Preview on the new ELN AML recommendations G. Ossenkoppele
 
11:15-11:30 Break

11:30-13:00 Session 3: HARMONY/HARMONY PLUS  J.M. Hernandez,  
L. Bullingerr

10’  HARMONY and HARMONY Plus - Update and next steps  J.M. Hernandez
20’   Artificial Intelligence - what can you do  

with it in leukemia research? R.P. Gale
15‘  AML – HARMONY leads the way L. Bullinger
10‘ Discussion
15’  Clonal dynamics in CML (HARMONY PLUS) T. Ernst
15’  COS – CML, MPN, HL - Delphi Hackathon Update  L. Bullinger, K. Lang,  

R. Schulze-Rath
5’  Concluding remarks G. Sanz, L. Bullinger

13:00-14:00 Lunch

14:00-15:30 Session 4: MDS  T. de Witte,  
L. Malcovati

5’ Welcome / Introduction T. de Witte, L. Malcovati
20’ Report EUMDS Registry  T. de Witte
  General overview EUMDS
  Plans and Future EUMDS Registry
  Progress and highlights of sub studies and MDS-RIGHT activities 
25’ Progress of the Trial Platform: EMSCO TBD 
  DACOTA Trial (advanced CMML)
  EUROPE Trial (LR-MDS with thrombocytopenia)
   SINTRA-REV Trial (LR-MDS with 5q alteration and  

RBCT independent anemia)
  MySolid
  IMpress (HMA failure) 
20’ ELN iMDS Flow Working Group W. Kern
 - 2022 Recommendations of FC in MDS 
10’ EuroBloodNet – MDS activities L. Malcovati, P. Fenaux
15’ MDS Hub – update: International guideline development L. Malcovati
3’ New Grant applications (Horizon Europe): EURECA T. de Witte
2’ Closure T. de Witte

15:30 - 16:00  Coffee Break

WP Sessions 5-8 (Mahler 2) Chairs/Contributors

8:00 - 9:30 Session 5: WP6 ALL D. Hoelzer, S. Chiaretti 
 
  Ph+ / Ph-like ALL
 Diagnosis and Clinics of Ph-like ALL S. Chiaretti
 Outcome of elderly Ph+ALL, EWALL Studies P. Rousselot
 Role of allo-SCT in Ph+ALL J. Ribera
 T-ALL / ETP
 Genomic data for prognostic stratification of adult T-ALL E. Genesca
 T-ALL: results in GMALL 08/2013 N. Gökbuget
 R/R T-ALL (Venetoclax+Decitabine) G. Isinova
  T-ALL: the results of prospective randomized  

study RALL-2016 (Including ETP-ALL patients) O. Aleshina  

9:30 - 9:45  Coffee Break

9.45 – 11.15 Session 6: WP10 Immunophenotyping M.C. Béné, G. Zini  
 
 Morphology
20’  Digital morphology in hematology diagnosis and education  G. Zini
15’ Application of AI to morphology analysis: 
 what does this future have in store?  M. Eveillard
 Flow cytometry
15’ Unsupervised analysis of the erythroid lineage  A. Porwit
10’ Tutorial proposal for FlowSom implementation.  M.C. Béné, F. Lacombe
10’  Summary of WP10 activities in working groups  

on MDS & AML/MRD M.C. Béné
10’ Update on the IVDR regulation  M.C. Béné
10’ General discussion                                    

11:15 - 11:30 Break

11:30 - 13:00 Session 7: WP9 MPN T. Barbui 
 
  Pregnancy in MPN M. Griesshammer
 Management of young patients with MPN: Lessons from a  J.J. Kiladjian
 European collaborative study   
 Current status and collaborative potential of the German  S. Koschmieder
 MPN bioregistry
 The ERNEST myelofibrosis registry: First results T. Barbui
 MPN Spanish Registries: GEMFIN experience  
 and future directions  A. Alvarez- Larran
 IFN in P. vera: Long-term experience in a single center R. Silver
 Discussion

13:00 - 14:00 Lunch

14:00 - 15:30 Session 8: WP7 CLL  P. Ghia, A. Rawstron,  
L. Scarfò

5‘ Welcome and Introduction  P. Ghia
 Updates on ongoing projects:
10‘ Vaccines in CLL  Y. Herishanu
15‘  TP53 in CLL: Minor clones,  J. Malcikova, S. Pavlova 

Recommendations‘ update & Database  
15‘ Treatment sequencing – Other malignancies in CLL   T. Chatzikonstantinou,  

L. Scarfò
10‘ MRD guidelines  A. Rawstron

WP Sessions 9-12 (Mahler 3) Chairs/Contributors 
8:00 - 9:30 Session 9: WP14 Transplantation   D. Niederwieser,  

W. Jędrzejczak
15‘ The Waustim project (age, race and equity issues) L. Garderet
10’ AML intergroup study  D. Niederwieser
5’ Randomized European HSCT study in patients >60 a with AML
 CR1 and a matched donor (ELN-EBMT) D. Niederwieser
10’ Mab bridging in ALL I. Moiseev

March 15, 2022

15’  GvHD app and internet-based Global Transplant  
Registry (GTR)  D. Neumann

5‘ Global transplant survey                                                            D. Niederwieser
10‘  Machine learning in alloHSCT for Ph+ malignancies 

and prophylactic TKI  E. Morozova
 General discussion (Artificial Intelligence; GvHD recommendations)

9:30 - 9:45  Coffee Break

9.45 – 11.15 Session 10:  WP17 Biometrie and Epidemiology  M. Pfirrmann, 
J. Guilhot,  
M. Lauseker

  Residual disease challenges in leukemias:  
statistical considerations  J. Guilhot

 Multiple testing - problems and solutions  M. Lauseker
  Do‘s and Don‘ts in development and validation  

of prognostic models M. Pfirrmann
 Discussion on the presentations
 Open session: Addressing any statistical questions to the speakers

11:15-11:30 Break

11:30 - 13:00 Session 11: WP11 Cytogenetics C. Croce, 
   I. Summerer 
15’ Role of cytogenetics in identifying targets for treatment C. Croce
15’ Optical genome mapping for cytogenetics in the future   B. Espinet
15’ Ideas and directions of cytogenetics for the future A. Moorman
15’ Cytogenetic analyses to identify agressive CLLs F. Nguyen-Khac 
15’   AI - a booster for chromosome banding analysis I. Summerer 
15’ Discussion

13:00-14:00 Lunch

14:00 - 15:30 Session 12: WP12/13 MRD/NGS  T. Haferlach,  
   C. Thiede, N. Cross
20‘ AML-MRD: targeted NGS and beyond C. Thiede                                                   
20‘  Nanopore sequencing for AML L. Bullinger                                                   
20‘  WGS/WTS data interpretation & visualization N. Nadarajah 
20‘ MRD for CML: final report of the EUTOS programme N.C.P. Cross  

Plenum (Mahler 1) Chairs/Contributors

16:00 - 17:30 Session 13: General Assembly and Summary reports  R. Hehlmann,  
D. Niederwieser

20’ General Assembly – 20 years ELN R.Hehlmann
5’ WP4 (CML) A. Hochhaus
5’ WP5 (AML) G. Ossenkoppele
5’    HARMONY J. Hernandez
5’ WP6 (ALL) D. Hoelzer
5’ WP7 (CLL) P. Ghia
5’ WP8 (MDS) T. de Witte
5’ WP9 (MPN) T. Barbui
5’ WP10 (Immunophenotyping) M. Béné
5’  WP11 (Cytogenetics) I. Summerer 
5’    WP12/13 (MRD, NGS) T. Haferlach
5’ WP14 (Transplantation) D. Niederwieser
5’ WP17 (Statistics) M. Pfirrmann

17:30 - 18:00 Break with Group photo

18:00 - 20:00  Session 14: Keynote lectures  R. Hehlmann,  
D. Hoelzer

20‘ Molecular targets for treating leukemia C. Croce  
20‘                      ELN 2021 recommendations on MRD in AML M. Heuser                                                               
20‘                      ELN 2021 recommendations for treating P. vera T. Barbui
20‘ Big data management at EBMT A. Sureda
20‘  Big data management at CIBMTR K. Page, M.Horowitz

20:00 Working dinner in the foyer


